SEQUENCE LISTING 



<110> Pfizer Inc. 
Maw, Graham 
Wayman, Christopher 

<120> Pharmaceutical 

<130> PC10347AGLK 

<150> UK 0021487 . 4 
<151> 2000-09-01 

<150> US 60/238,206 
<151> 2000-10-05 

<160> 2 

<?57 0> Patentln version 3.1 

<Sio> i 

<lll> 427 
§12> PRT 
<3il3> Homo sapien 

<4 00> 1 

Mjpt Gly Gly Asp Leu Val Leu Gly Leu Gly Ala Leu Arg Arg Arg Lys 
S 5 10 15 



Leu Leu Glu Gin Glu Lys Ser Leu Ala Gly Trp Ala Leu Val Leu 
20 25 30 



Ala Gly Thr Gly He Gly Leu Met Val Leu His Ala Glu Met Leu Trp 
35 40 45 



Phe Gly Gly Cys Ser Trp Ala Leu Tyr Leu Phe Leu Val Lys Cys Thr 
50 55 60 



He Ser He Ser Thr Phe Leu Leu Leu Cys Leu He Val Ala Phe His 
65 70 75 80 



Ala Lys Glu Val Gin Leu Phe Met Thr Asp Asn Gly Leu Arg Asp Trp 
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EXPRESS 



Untitled. ST25 
85 90 95 



Arg Val Ala Leu Thr Gly Arg Gin Ala Ala Gin lie Val Leu Glu Leu 
100 105 110 



Val Val Cys Gly Leu His Pro Ala Pro Val Arg Gly Pro Pro Cys Val 
115 120 125 



Gin Asp Leu Gly Ala Pro Leu Thr Ser Pro Gin Pro Trp Pro Gly Phe 
130 135 140 



Leu Gly Gin Gly Glu Ala Leu Leu Ser Leu Ala Met Leu Leu Arg Leu 
145 150 155 160 



y§r Leu Val Pro Arg Ala Val Leu Leu Arg Ser Gly Val Leu Leu Asn 
^! 165 170 175 



%a Ser Tyr Arg Ser lie Gly Ala Leu Asn Gin Val Arg Phe Arg His 
1 180 185 190 



Phe Val Ala Lys Leu Tyr Met Asn Thr His Pro Gly Arg Leu Leu 
195 200 205 



Efbu Gly Leu Thr Leu Gly Leu Trp Leu Thr Thr Ala Trp Val Leu Ser 
*** 210 215 220 



Val Ala Glu Arg Gin Ala Val Asn Ala Thr Gly His Leu Ser Asp Thr 
225 230 235 240 



Leu Trp Leu lie Pro lie Thr Phe Leu Thr lie Gly Tyr Gly Asp Val 

245 250 255 



Val Pro Gly Thr Met Trp Gly Lys lie Val Cys Leu Cys Thr Gly Val 
260 265 270 



Met Gly Val Cys Cys Thr Ala Leu Leu Val Ala Val Val Ala Arg Lys 
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275 



Untitled. ST25 
280 



285 



Leu Glu Phe Asn Lys Ala Glu Lys His Val His Asn Phe Met Met Asp 
290 295 300 



lie Gin Tyr Thr Lys Glu Met Lys Glu Ser Ala Ala Arg Val Leu Gin 
305 310 315 320 



Glu Ala Trp Met Phe Tyr Lys His Thr Arg Arg Lys Glu Ser His Ala 

325 330 335 



Ala Arg Arg His Gin Arg Lys Leu Leu Ala Ala lie Asn Ala Phe Arg 
340 345 350 



Sin Val Arg Leu Lys His Arg Lys Leu Arg Glu Gin Val Asn Ser Met 
jj 355 360 365 



llfel Asp lie Ser Lys Met His Met lie Leu Tyr Asp Leu Gin Gin Asn 
yj 370 375 380 



Ifleu Ser Ser Ser His Arg Ala Leu Glu Lys Gin lie Asp Thr Leu Ala 
1185 390 395 400 



-NSly Lys Leu Asp Ala Leu Thr Glu Leu Leu Ser Thr Ala Leu Gly Pro 

405 410 415 



Arg Gin Leu Pro Glu Pro Ser Gin Gin Ser Lys 
420 425 



<210> 2 

<211> 2238 

<212> DNA 

<213> Homo sapien 

<400> 2 

gtccttcggt gtctgggtgt ggtgagtaga ggtgtgtgtc acaaagtaca gaccattgtg 
60 
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Untitled. ST25 

tgtgacaaag cccatcgtgt gtctgtgtgt gtctttatcc acgtggatgg acgtctcttt 1 
20 

cttgctctgc cccaaq&cac accctagccc ctccttattc tcaaaagggg gagctgggga 1 
80 

gcctccccct accctggggc ctcccctgcc cctccccgcc ctgcctggcc gtcaccactc 2 
40 

cccagagggc acagggctct gctgtgcctc agagcaaaag tcccagagcc agcagagcag 3 
00 

gctgacgacc tgcaagccac agtggctgcc ctgtgcgtgc tgcgaggtgg gggaccctgg 3 
60 

gcaggaagct ggctgagccc caagaccccg ggggccatgg gcggggatct ggtgcttggc 4 
20 

gigggggcct tgagacgccg aaagcgcttg ctggagcagg agaagtctct ggccggctgg 4 

lb 



Sjcactggtgc tggcaggaac tggcattgga ctcatggtgc tgcatgcaga gatgctgtgg 5 



itftcggggggt gctcgtgggc gctctacctg ttcctggtta aatgcacgat cagcatttcc 6 

2o 

Slccttcttac tcctctgcct catcgtggcc tttcatgcca aagaggtcca gctgttcatg 6 

flO 

Ciccgacaacg ggctgcggga ctggcgcgtg gcgctgaccg ggcggcaggc ggcgcagatc 7 

So 

gtgctggagc tggtggtgtg tgggctgcac ccggcgcccg tgcggggccc gccgtgcgtg 7 
80 

caggatttag gggcgccgct gacctccccg cagccctggc cgggattcct gggccaaggg 8 
40 

gaagcgctgc tgtccctggc catgctgctg cgtctctacc tggtgccccg cgccgtgctc 9 
00 

ctgcgcagcg gcgtcctgct caacgcttcc taccgcagca tcggcgctct caatcaagtc 9 
60 

cgcttccgcc actggttcgt ggccaagctt tacatgaaca cgcaccctgg ccgcctgctg 10 
20 
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Untitled. ST25 

ctcggcctca cgcttggcct ctggctgacc accgcctggg tgctgtccgt ggccgagagg 
80 



40 

ctgacca 
00 



tgcactggag 
60 



caggctgtta atgccactgg gcacctttca gacacacttt ggctgatccc catcacattc 

teg gctatggtga cgtggtgccg ggcaccatgt ggggcaagat cgtctgcctg 

tcatgggtgt ctgctgcaca gccctgctgg tggccgtggt ggcccggaag 

ctggagttta acaaggcaga gaagcacgtg cacaacttca tgatggatat ccagtatacc 
20 

aaagagatga aggagtcege tgcccgagtg ctacaagaag cctggatgtt ctacaaacat 
80 

flptcgcagga aggagtctca tgctgcccgc aggcatcagc geaagctget ggccgccatc 

2p 

iacgcgttcc gccaggtgcg gctgaaacac cggaagctcc gggaacaagt gaactccatg 
t ecaagatgea catgatcctg tatgacctgc agcagaatct gagcagctca 
Eiaccgggccc tggagaaaca gattgacacg ctggcgggga agctggatgc cctgactgag 

ego 

Stgcttagca ctgccctggg gecgaggcag cttccagaac ccagccagca gtccaagtag 

mo 

"ctggacccac gaggaggaac caggctactt tccccagtac tgaggtggtg gaeategtet 
40 

ctgccactcc tgacccagcc ctgaacaaag cacctcaagt gcaaggacca aagggggece 
00 

tggcttggag tgggttggct tgctgatggc tgctggaggg gaegctgget aaagtgggta 

60 

ggccttggcc cacctgaggc cccaggtggg aacatggtca cccccactct gcataccctc 
20 

atcaaaaaca ctctcactat getgetatgg acgacctcca gctctcagtt acaagtgcag 
80 
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■Q0 

ugtggacatc 

1,60 



Untitled. ST25 

gcgactggag gcaggactcc tgggtccctg ggaaagaggg tactaggggc ccggatccag 20 
40 

gattctggga ggcttcagtt accgctggcc gagctgaaga actgggtatg aggctggggc 21 
00 

ggggctggag gtggcgcccc ctggtgggac aacaaagagg acaccatttt tccagagctg 21 
60 

cagagagcac ctggtgggga ggaagaagtg taactcacca gcctctgctc ttatctttgt 22 
20 

aataaatgtt aaagccag 22 
38 
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